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CCUURRRRIICCUULLUUMM  VVIITTAAEE    

PPEERRSSOONNAALL  

IIvvaann  DDiimmiittrroovv  KKaalleevv  
NATIONALITY Bulgarian 

AGE 27 

E-MAIL ivan.kalev@gmail.com 

HOMEPAGE lifesciences.bg 

EEMMPPLLOOYYMMEENNTT  ((FFUULLLL--TTIIMMEE))  

••  November  2009-Current  November 2009-Current
BBiiooiinnffoorrmmaattiicciiaann  ––  PPhh..DD..  PPrroojjeecctt  @@  MMPPII  

TITLE Bioinformatician 

PHD PROJECT “Fragment-based methods for protein structure calculation” 

SUPERVISOR Michael Habeck - Computational Structural Biology Group 

RESEARCH ORGANIZATION Max Planck Institute for Developmental Biology, Tuebingen, 
Germany 

••  August  2005-October  2009  August 2005-October 2009
BBiiooiinnffoorrmmaattiicciiaann  ––  DDaattaabbaassee  DDeevveellooppeerr  @@  MMeettaalliiffee  AAGG  

TITLE Bioinformatician, SQL Server Database Developer 

EMPLOYER Metalife AG 

SUMMARY  

- Leadership and management of bioinformatics software 
projects, requirements and implementation analysis, 
specification and modeling 

- Conceptual, Logical and Physical design of SQL Server 
databases, performance tuning, normalization, and 
administration. Extensive development of T-SQL and C#.NET 
stored procedures, User-defined functions and SQL Server 
Scheduled Jobs 

- Development of T-SQL, Perl and C# based Bioinformatics 
tools and applications (parsers, database interfaces, 
algorithmic workflows) 

- Development of data extraction and build routines for the 
Metalife knowledge databases 

- Providing high-level customer support, troubleshooting and 
bug fixing 

EEMMPPLLOOYYMMEENNTT  ((SSIIDDEE  PPRROOJJEECCTTSS))  

••  February  2007-June  2007;  Current  (on  demand)  February 2007-June 2007; Current (on demand)
BBiiooiinnffoorrmmaattiiccss  CCoonnssuullttaanntt  @@  UUnniivveerrssiittyy  ooff  SSooffiiaa  

RESEARCH ORGANIZATION University of Sofia, Laboratory of Plant Molecular Biology 

mailto:ivan.kalev@gmail.com
http://lifesciences.bg/
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SUMMARY Design and implementation of a bioinformatics workflow for de 
novo sequencing and annotation of low-weight proteins based on 
MALDI-TOF spectra 

••  March/May  2009  March/May 2009
WWeebb  AApppplliiccaattiioonn  DDeevveellooppeerr  @@  LLiiffeeSScciieenncceess..BBGG  

JOB DESCRIPTION Collaborator, Web Application Developer, DBA and Web Designer 

SUMMARY Design of the public interface, Development of an OO 
Perl/MySQL/AJAX-based content management system 

••  March/April  2007,  March  2008  March/April 2007, March 2008
WWeebb  AApppplliiccaattiioonn  DDeevveellooppeerr  @@  HHuummaann  VVaalluuee  IInntteerrnnaattiioonnaall  LLttdd..  

JOB DESCRIPTION Web Application Developer, DBA and Web Designer 

EMPLOYER Human Value International Ltd. 

SUMMARY 

- Design and physical implementation of a MySQL relational 
database to store the company’s proprietary data 

- Development of Web-based interface using Perl/MySQL on 
the server-side and AJAX/Prototype as a client technology 

EEDDUUCCAATTIIOONN    

••  2005-2007  2005-2007
GGeenneettiicc  EEnnggiinneeeerriinngg  ((MMSS))  

UNIVERSITY Sofia University “St. Kliment Ohridski”, Faculty of Biology 

MAJOR SUBJECTS Recombinant DNA Technologies, Bioinformatics, Genomics 

THESIS “Workflow for protein de novo sequencing by in silico 
interpretation of MALDI-TOF spectra” – describes a Perl 
implementation of a workflow for protein sequencing and 
annotation based on mass spectral data 

••  2001-2005  2001-2005
MMoolleeccuullaarr  BBiioollooggyy  ((BBSS))  

UNIVERSITY Sofia University “St. Kliment Ohridski”, Faculty of Biology 

MAJOR SUBJECTS Biochemistry, Biophysics, Molecular Biology and Immunology 

EEXXPPEERRTTIISSEE  

BBiiooiinnffoorrmmaattiiccss  ((sseeqquueennccee  aannaallyyssiiss,,  pprrootteeiinn  ssttrruuccttuurree  pprreeddiiccttiioonn))  

SSQQLL,,  RReellaattiioonnaall  DDaattaabbaassee  MMaannaaggeemmeenntt  SSyysstteemmss  ((SSQQLL  SSeerrvveerr,,  PPoossttggrreeSSQQLL,,  
MMyySSQQLL))  

CERTIFICATIONS  

- Microsoft Certified IT Professional (MCITP): Database 
Developer 

- Microsoft Certified Technology Specialist (MCTS): SQL Server 
2005 

- Brainbench “RDBMS Concepts” 

PPyytthhoonn  

PPeerrll  

JJaavvaaSSccrriipptt  
CERTIFICATIONS  



--  Brainbench  “AJAX”    Brainbench “AJAX”
- Brainbench  “Web  Development  Concepts”” ConceptsBrainbench “Web Development

XXHHTTMMLL  aanndd  CCSSSS  

XXMMLL  aanndd  XXSSDD  

CC##..NNEETT  
CERTIFICATION Brainbench “C#” 

LLAANNGGUUAAGGEE  SSKKIILLLLSS  

BBuullggaarriiaann  ((nnaattiivvee))  

EEnngglliisshh  

GGeerrmmaann  ((bbaassiicc))  

PPUUBBLLIICCAATTIIOONNSS  

••  2010  2010

Phenoclustering: Online mining of cross-species phenotypes. Bioinformatics 26(15): 1924-1925 

••  2009  2009

A partial secretome analysis of embryogenic suspension cultures of Dactylis glomerata L. (Poster) 

••  2007  2007

PhenomicDB - a new cross-species genotype/phenotype resource. Nucleic Acids Res. 35: D696–D699 

RREECCOOMMMMEENNDDAATTIIOONNSS  

AAssssoocc..  PPrrooff..  MMaaggddaalleennaa  TTcchhoorrbbaaddjjiieevvaa,,  PPhh..DD..  
EMAIL magd@biofac.uni-sofia.bg 

AAssssoocc..  PPrrooff..  IIvveelliinn  PPaannttcchheevv,,  PPhh..DD..  
EMAIL ipanchev@abv.bg 
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AAPPPPEENNDDIIXX 

 

 


